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LAMPIRAN 

 

Lampiran 1. Deskripsi karakteristik penderita rhinitis 

Means 

 
Case Processing Summary 

 

Cases 

Included Excluded Total 

N Percent N Percent N Percent 

UMUR 56 100.0% 0 0.0% 56 100.0% 

STAPHYLOCOCCUS 56 100.0% 0 0.0% 56 100.0% 

STREPTOCOCCUS 56 100.0% 0 0.0% 56 100.0% 

 

 
Report 

 UMUR STAPHYLOCOCCUS STREPTOCOCCUS 

N 56 56 56 

Minimum 16 0 0 

Maximum 19 165 61 

Median 18.00 33.00 .00 

Mean 17.57 38.41 5.38 

Std. Deviation .710 39.618 13.660 

 

 

Frequency Table 

 
UMUR 

 Frequency Percent Valid Percent Cumulative Percent 

Valid 16 4 7.1 7.1 7.1 

17 19 33.9 33.9 41.1 

18 30 53.6 53.6 94.6 

19 3 5.4 5.4 100.0 

Total 56 100.0 100.0  

 

 
JENIS KELAMIN 

 Frequency Percent Valid Percent Cumulative Percent 

Valid laki-laki 15 26.8 26.8 26.8 

perempuan 41 73.2 73.2 100.0 

Total 56 100.0 100.0  

 

 



Mukosa 

 Frequency Percent Valid Percent 

Cumulative 

Percent 

Valid merah muda/normal 24 42.9 42.9 42.9 

pucat 4 7.1 7.1 50.0 

hiperemis 28 50.0 50.0 100.0 

Total 56 100.0 100.0  

 

Sekret 

 Frequency Percent Valid Percent Cumulative Percent 

Valid positif 52 92.9 92.9 92.9 

negatif 4 7.1 7.1 100.0 

Total 56 100.0 100.0  

 

Konka 

 Frequency Percent Valid Percent Cumulative Percent 

Valid hipertrofi 45 80.4 80.4 80.4 

normal 11 19.6 19.6 100.0 

Total 56 100.0 100.0  

 

Septum Deviasi 

 Frequency Percent Valid Percent Cumulative Percent 

Valid Tidak ada 4 7.1 7.1 7.1 

ringan 32 57.1 57.1 64.3 

berat 20 35.7 35.7 100.0 

Total 56 100.0 100.0  

 

Massa 

 Frequency Percent Valid Percent Cumulative Percent 

Valid tidak ada 56 100.0 100.0 100.0 

  



Lampiran 2. Deskripsi karakteristik menurut tipe rhinitis 

Crosstabs 

 
Case Processing Summary 

 

Cases 

Valid Missing Total 

N Percent N Percent N Percent 

JENIS KELAMIN * KODE 56 100.0% 0 0.0% 56 100.0% 
UMUR * KODE 56 100.0% 0 0.0% 56 100.0% 

 

JENIS KELAMIN * KODE 

 
Crosstab 

 
KODE 

Total RA RNA 

JENIS KELAMIN laki-laki Count 8 7 15 

% within JENIS KELAMIN 53.3% 46.7% 100.0% 

perempuan Count 20 21 41 

% within JENIS KELAMIN 48.8% 51.2% 100.0% 

Total Count 28 28 56 

% within JENIS KELAMIN 50.0% 50.0% 100.0% 

 
Chi-Square Tests 

 Value df 
Asymp. Sig. (2-

sided) 
Exact Sig. (2-

sided) 
Exact Sig. (1-

sided) 

Pearson Chi-Square .091a 1 .763   
Continuity Correctionb .000 1 1.000   
Likelihood Ratio .091 1 .763   
Fisher's Exact Test    1.000 .500 

Linear-by-Linear Association .089 1 .765   
N of Valid Cases 56     
a. 0 cells (0.0%) have expected count less than 5. The minimum expected count is 7.50. 
b. Computed only for a 2x2 table 

 

UMUR * KODE 
Crosstab 

 
KODE 

Total RA RNA 

UMUR 16 Count 4 0 4 

% within UMUR 100.0% 0.0% 100.0% 

17 Count 10 9 19 

% within UMUR 52.6% 47.4% 100.0% 

18 Count 13 17 30 

% within UMUR 43.3% 56.7% 100.0% 

19 Count 1 2 3 

% within UMUR 33.3% 66.7% 100.0% 

Total Count 28 28 56 

% within UMUR 50.0% 50.0% 100.0% 



Chi-Square Tests 

 Value df Asymp. Sig. (2-sided) 

Pearson Chi-Square 4.919a 3 .178 

Likelihood Ratio 6.473 3 .091 

Linear-by-Linear Association 3.544 1 .060 

N of Valid Cases 56   

a. 4 cells (50.0%) have expected count less than 5. The minimum expected count is 1.50. 

 

 

Crosstabs 

 
Case Processing Summary 

 

Cases 

Valid Missing Total 

N Percent N Percent N Percent 

kel.umur * KODE 56 100.0% 0 0.0% 56 100.0% 

 

 
kel.umur * KODE Crosstabulation 

 
KODE 

Total RA RNA 

kel.umur 16-17 thn Count 14 9 23 

% within kel.umur 60.9% 39.1% 100.0% 

18-19 thn Count 14 19 33 

% within kel.umur 42.4% 57.6% 100.0% 

Total Count 28 28 56 

% within kel.umur 50.0% 50.0% 100.0% 

 

 
Chi-Square Tests 

 Value df 
Asymp. Sig. 

(2-sided) 
Exact Sig. (2-

sided) 
Exact Sig. (1-

sided) 

Pearson Chi-Square 1.845a 1 .174   
Continuity Correctionb 1.181 1 .277   
Likelihood Ratio 1.856 1 .173   
Fisher's Exact Test    .277 .139 

Linear-by-Linear 
Association 

1.812 1 .178   

N of Valid Cases 56     
a. 0 cells (0.0%) have expected count less than 5. The minimum expected count is 11.50. 
b. Computed only for a 2x2 table 

 

  



Mukosa * KODE 
Crosstab 

 
KODE 

Total RA RNA 

Mukosa merah muda/normal Count 11 13 24 

% within KODE 39.3% 46.4% 42.9% 

pucat Count 4 0 4 

% within KODE 14.3% 0.0% 7.1% 

hiperemis Count 13 15 28 

% within KODE 46.4% 53.6% 50.0% 

Total Count 28 28 56 

% within KODE 100.0% 100.0% 100.0% 

 

 
Chi-Square Tests 

 Value df 

Asymp. Sig. 

(2-sided) 

Exact Sig. 

(2-sided) 

Exact Sig. 

(1-sided) 

Point 

Probability 

Pearson Chi-Square 4.310a 2 .116 .178   
Likelihood Ratio 5.855 2 .054 .128   
Fisher's Exact Test 4.035   .178   
Linear-by-Linear 

Association 
.000b 1 1.000 1.000 .555 .110 

N of Valid Cases 56      

a. 2 cells (33.3%) have expected count less than 5. The minimum expected count is 2.00. 

b. The standardized statistic is .000. 

 

 

Sekret * KODE 
Crosstab 

 
KODE 

Total RA RNA 

Sekret positif Count 28 24 52 

% within KODE 100.0% 85.7% 92.9% 

negatif Count 0 4 4 

% within KODE 0.0% 14.3% 7.1% 

Total Count 28 28 56 

% within KODE 100.0% 100.0% 100.0% 

 

 

 

 

 

 

 



Chi-Square Tests 

 Value df 

Asymp. Sig. 

(2-sided) 

Exact Sig. 

(2-sided) 

Exact Sig. 

(1-sided) 

Point 

Probability 

Pearson Chi-Square 4.308a 1 .038 .111 .056  
Continuity 

Correctionb 
2.423 1 .120    

Likelihood Ratio 5.853 1 .016 .111 .056  
Fisher's Exact Test    .111 .056  
Linear-by-Linear 

Association 
4.231c 1 .040 .111 .056 .056 

N of Valid Cases 56      

a. 2 cells (50.0%) have expected count less than 5. The minimum expected count is 2.00. 

b. Computed only for a 2x2 table 

c. The standardized statistic is 2.057. 

 

Konka * KODE 
Crosstab 

 
KODE 

Total RA RNA 

Konka hipertrofi Count 23 22 45 

% within KODE 82.1% 78.6% 80.4% 

normal Count 5 6 11 

% within KODE 17.9% 21.4% 19.6% 

Total Count 28 28 56 

% within KODE 100.0% 100.0% 100.0% 

 

 
Chi-Square Tests 

 Value df 

Asymp. Sig. 

(2-sided) 

Exact Sig. 

(2-sided) 

Exact Sig. 

(1-sided) 

Point 

Probability 

Pearson Chi-Square .113a 1 .737 1.000 .500  
Continuity 

Correctionb 
.000 1 1.000    

Likelihood Ratio .113 1 .736 1.000 .500  
Fisher's Exact Test    1.000 .500  
Linear-by-Linear 

Association 
.111c 1 .739 1.000 .500 .249 

N of Valid Cases 56      

a. 0 cells (0.0%) have expected count less than 5. The minimum expected count is 5.50. 

b. Computed only for a 2x2 table 

c. The standardized statistic is .333. 

 

 

 

 



Septum Deviasi * KODE 
Crosstab 

 
KODE 

Total RA RNA 

Septum Deviasi Tidak ada Count 3 1 4 

% within KODE 10.7% 3.6% 7.1% 

ringan Count 13 19 32 

% within KODE 46.4% 67.9% 57.1% 

berat Count 12 8 20 

% within KODE 42.9% 28.6% 35.7% 

Total Count 28 28 56 

% within KODE 100.0% 100.0% 100.0% 

 

 
Chi-Square Tests 

 Value df 

Asymp. Sig. 

(2-sided) 

Exact Sig. 

(2-sided) 

Exact Sig. 

(1-sided) 

Point 

Probability 

Pearson Chi-Square 2.925a 2 .232 .298   
Likelihood Ratio 2.984 2 .225 .256   
Fisher's Exact Test 2.829   .298   
Linear-by-Linear 

Association 
.202b 1 .653 .823 .411 .161 

N of Valid Cases 56      

a. 2 cells (33.3%) have expected count less than 5. The minimum expected count is 2.00. 

b. The standardized statistic is -.450. 

 

 

Massa * KODE 
Crosstab 

 
KODE 

Total RA RNA 

Massa tidak ada Count 28 28 56 

% within KODE 100.0% 100.0% 100.0% 

Total Count 28 28 56 

% within KODE 100.0% 100.0% 100.0% 

 

 
Chi-Square Tests 

 Value 

Pearson Chi-Square .a 

N of Valid Cases 56 

a. No statistics are computed because Massa is a constant. 

  



Lampiran 3.  Hasil analisis normalitas sebaran data dan homogenitas varian 

jumlah koloni Staphylococcus sp. dan Streptoococcus sp. 

 

KODE 

 
Case Processing Summary 

 

KODE 

Cases 

 Valid Missing Total 

 N Percent N Percent N Percent 

STAPHYLOCOCCUS RA 28 100.0% 0 0.0% 28 100.0% 

RNA 28 100.0% 0 0.0% 28 100.0% 

STREPTOCOCCUS RA 28 100.0% 0 0.0% 28 100.0% 

RNA 28 100.0% 0 0.0% 28 100.0% 

 
Tests of Normality 

 

KODE 

Kolmogorov-Smirnova Shapiro-Wilk 

 Statistic df Sig. Statistic df Sig. 

STAPHYLOCOCCUS RA .208 28 .003 .888 28 .006 

RNA .242 28 .000 .792 28 .000 

STREPTOCOCCUS RA .438 28 .000 .561 28 .000 

RNA .496 28 .000 .416 28 .000 

a. Lilliefors Significance Correction 

 
Test of Homogeneity of Variance 

 
Levene 

Statistic df1 df2 Sig. 

STAPHYLOCOCCUS Based on Mean 3.198 1 54 .079 

Based on Median 2.117 1 54 .151 

Based on Median and 

with adjusted df 
2.117 1 44.705 .153 

Based on trimmed mean 2.801 1 54 .100 

STREPTOCOCCUS Based on Mean 17.534 1 54 .000 

Based on Median 3.826 1 54 .056 

Based on Median and 

with adjusted df 
3.826 1 31.660 .059 

Based on trimmed mean 12.428 1 54 .001 

 

  



Lampiran 4.  Hasil analisis deskripsi statistik jumlah koloni Staphylococcus sp. 

dan Streptoococcus sp.menurut tipe rhinitis 

 
Means 

 
Report 

KODE STAPHYLOCOCCUS STREPTOCOCCUS 

RA N 28 28 

Minimum 0 0 

Maximum 165 61 

Median 45.00 .00 

Mean 55.21 8.86 

Std. Deviation 43.763 18.071 

RNA N 28 28 

Minimum 0 0 

Maximum 83 23 

Median 11.00 .00 

Mean 21.61 1.89 

Std. Deviation 26.391 5.329 

Total N 56 56 

Minimum 0 0 

Maximum 165 61 

Median 33.00 .00 

Mean 38.41 5.38 

Std. Deviation 39.618 13.660 

 

 

  



Lampiran 5.  Hasil analisis perbedaan jumlah koloni Staphylococcus sp. dan 

Streptoococcus sp.menurut tipe rhinitis 

 
NPar Tests 
Mann-Whitney Test 

 
Ranks 

 KODE N Mean Rank Sum of Ranks 

STAPHYLOCOCCUS RA 28 35.38 990.50 

RNA 28 21.63 605.50 

Total 56   
STREPTOCOCCUS RA 28 30.39 851.00 

RNA 28 26.61 745.00 

Total 56   

 

 
Test Statisticsa 

 STAPHYLOCOCCUS STREPTOCOCCUS 

Mann-Whitney U 199.500 339.000 
Wilcoxon W 605.500 745.000 
Z -3.175 -1.252 
Asymp. Sig. (2-tailed) .001 .211 

a. Grouping Variable: KODE 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

  



Lampiran 6.  Data hasil kulturStaphylococcus sp. dan Streptococcus sp. 

denganpemeriksaan fisik pada sampel rhinitis alergi 

KODE U JK 

PEMERIKSAAN 

FISIK JUMLAH KOLONI 

1 2 3 4 5 
Staphylococcus 

sp. 

Streptococcus 

sp. 

RA 1 17 L h  + h  r  ta 43 0 

RA 2 17 L mm/n + h r ta 48 0 

RA 3 17 P mm/n + n  b  ta 91 18 

RA 4 17 P mm/n + n b ta 150 61 

RA 5 18 P h  + h b ta 143 0 

RA 6 18 L h  + h b ta 84 0 

RA 7 17 L h  + h b ta 42 0 

RA 8 17 P mm/n + h r ta 32 34 

RA 9 18 L h + h r ta 31 0 

RA 10 18 P h + h r ta 165 0 

RA 11 18 L h + h b ta 0 18 

RA 12 18 P h + h b ta 35 0 

RA 13 18 P h + h b ta 23 0 

RA 14 19 P p + h r ta 45 0 

RA 15 16 P n + h b ta 30 0 

RA 16 16 P n + h b ta 13 0 

RA 17 16 P n + h b ta 6 0 

RA 18 16 P n + h ta ta 48 0 

RA 19 18 P h + h ta ta 0 17 

RA 20 18 P mm/n + n r ta 46 0 

RA 21 17 L mm/n + n r ta 103 0 

RA 22 17 P p + h r ta 57 0 

RA 23 18 P h + h r ta 35 0 

RA 24 18 P h + h r ta 97 0 

RA 25 17 P p + n ta ta 45 40 

RA 26 18 P mm/n + h r ta 57 0 

RA 27 18 P mm/n + h r ta 67 0 

RA 28 17 L mm/n + h b ta 10 60 

 

 

 

 

 

 



Lampiran 7.  Data hasil kultur Staphylococcus sp. dan Streptococcus sp.dengan  

pemeriksaan fisik pada sampel non rhinitis alergi 

KODE U JK 

PEMERIKSAAN 

FISIK JUMLAH KOLONI 

1 2 3 4 5 
Staphylococcus 

sp. 

Streptococcus 

sp. 

K 1 17 P n n  n  ta ta 0 0 

K 2 17 P n n h  b  ta 21 0 

K 3 17 P mm/n p  h b ta 14 0 

K 4 17 P mm/n p  h r  ta 59 0 

K 5 17 P h  p  h r ta 15 0 

K 6 17 P mm/n p  n b ta 42 0 

K 7 17 P h p  h b ta 0 23 

K 8 18 P h p  h r ta 0 13 

K 9 17 P mm/n p  n r ta 4 0 

K 10 17 P h p  h r ta 63 0 

K 11 18 P mm/n p  n r ta 7 0 

K 12 18 L h p  h b ta 34 0 

K 13 19 P h p  h r ta 59 0 

K 14 18 P mm/n p  h r ta 59 0 

K 15 18 L h p  h r ta 83 12 

K 16 18 L h p  h r ta 0 0 

K 17 18 L h p  h r ta 12 0 

K 18 19 P mm/n p  h r ta 46 0 

K 19 18 P mm/n n h r ta 65 0 

K 20 18 P h p h r ta 0 0 

K 21 18 L mm/n p h r ta 0 0 

K 22 18 L mm/n p h r ta 0 0 

K 23 18 P h p n b ta 0 0 

K 24 18 P h p h r ta 0 0 

K 25 18 L h p h b ta 0 0 

K 26 18 P h p h r ta 0 5 

K 27 18 P mm/n n n r ta 10 0 

K 28 18 P mm/n p h b ta 12 0 

 

  



Keterangan : 

1. Mukosa 

- n  : negative 

- mm/n  : merah muda/normal 

- h   : hiperemis 

2. Sekret 

-  p : positif 

-  n : negatif 

3. Konka 

-  h : hipertrofi 

- n : normal 

4. Septum Deviasi 

-  ta : tidak ada 

-  b : berat 

-  r : ringan 

5. Massa 

-  ta : tidak ada 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

  



Lampiran 8. Kuesioner Rhinitis Alergi 

 

KUESIONER RHINITIS ALERGI 

Karakteristik responden  

Nama     : 

Usia     : 

Alamat  sekarang   : 

Kota/ Kabupaten  asal  : 

No hp    : 

ID Line     : 

No Pertanyaan Ya Tidak 

1 Apakah anda mengalami gangguan pada hidung ?   

2 Apakah anda pernah mengalami hidung berair saat 

anda tidak menderita flu? 

  

3 Apakah anda mengalami hidung beringus lebih dari 1 

jam saat tidak menderita pilek atau flu? 

  

4 Apakah anda pernah mengalami bersin-bersin yang 

terus menerus, saat anda tidak menderita flu? 

  

5 Apakah anda bersin-bersin lebih dari 5 kali dalam satu 

serangan? 

  

6 Apakah anda pernah mengalami hidung gatal saat anda 

tidak menderita flu? 

  

7 Apakah anda pernah mengalami hidung tersumbat saat 

anda menderita flu? 

  

8 Apakah masalah hidung ini juga disertai mata gatal?   

9 Apakah masalah hidung ini juga disertai dengan mata 

merah dan berair? 

  

10 Adakah gejala-gejala seperti yang disebutkan di atas 

hilang timbul? 

  

11 Apakah masalah pada hidung ini mempengaruhi 

aktivitas anda sehari-hari? 

  

12 Apakah ada diantara anggota keluarga anda yang 

mengalami gejala yang sama seperti anda? 

  

13 Apakah ada diantara anggota keluarga anda yang 

didiagnosa dengan riwayat stigma atopi ( contoh : 

asma bronchial, rhinitis alergi, konjungtivitis alergik, 

dermatitis atopik ) oleh dokter? 

  

 

 

 



Lampiran 9. Data Pemeriksaan Fisik 

 

DATA PASIEN 

A. Identitas pasien 

Nama       : 

Usia       : 

Alamat  sekarang    : 

Kota/Kabupaten asal    : 

No hp      : 

ID Line      : 

B. Keadaan umum 

BB       : 

TB       : 

BMI       : 

Sedang mengonsumsi obat    : Ya/Tidak 

Jika Ya, obat apa yang sedang dikonsumsi : 

  



C. Pemeriksaan Fisik Hidung 

1. Mukosa 

(  ) merah muda/normal 

(  ) hiperemis 

(  ) pucat 

(  ) negatif 

2. Sekret 

(  ) negatif  

(  ) positif 

3. Konka  

(  ) hipertofi  

(  ) Atrofi 

4. Septum Deviasi 

(  ) Ya (Berat) 

(  ) Ya (Ringan) 

(  ) Tidak 

5. Massa 

(  ) Ada massa 

(  ) Tidak ada massa 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Lampiran 10. Informed concent 

 



Lampiran 11. Ethhical Clearance 

 

 
 

 

 



 

Lampiran 12. Surat ijin penelitian Rumah Sakit Islam Sultan Agung Semarang 

 

 
 

 



 

Lampiran 13.  Surat selesai penelitian Rumah Sakit Islam Sultan Agung 

Semarang 

 

 
 

  



Lampiran 14. Surat ijin penelitian Laboratorium Mikrobiologi 

  



Lampiran 15. Dokumentasi penelitian 

Proses pengambilan sampel di Poliklinik THT-KL RSISA 

 

 

Pemindahan sampel dari medium transport ke medium tumbuh 

 



 

Proses inkubasi dan pengkulturan 

 

 

Hasil kultur sampel 

 



 

 

 

 

 

 

 

 

Hitung jumlah koloni 
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